BIOTECIiNOLOGY ^ 3 



RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotccliiiology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing tlie following computer readable 
form: 




'S(^, S3/ 



Application Serial Number: 

Source 

iDate Processed b>^STlC 

THE ATTACHED PRIN^TOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMM UNICATION TO WW. 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CKF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 703 J().S-42 I 2; FAX: 703-308-1221 
Effective 12/1,W3 \ TELEPHONE: 57 1 -272 2510; FAX: 571-273-0221 

TO RKDDCK IZRflORFI.) SROULNCI- LLS I INGS. PLKASE USF TUH CIl VX KVM 
VERSION 4.1 PROGRAM . ACC(;-;SSI lU .1- THROUGH Ti ll: U S PATENT AND 
TRADEMARK OFnCE VVLBSITL Sl-i: IU;L0VV FOR ADDRESS 

li(tp:/Av\vw.iispto,uovAveb/ofrices/nac/c!iecker/clikr41 note, htm 

-^'^ 

Applicniils siibinillmg gcnclic saiucntc infoniiiUit)!! Llcclmni«;*% on disklfTlc or CD-Roin should be ;iujk- ih.ii ilu 
n possibililv iIku llic disk/CD-l^om iiKiv li;ivc been .illecied by ircnlinciU given lo incoming nuiii 
Please consider using allcrnalc nielhods of subnjission lor (he diskyCD-Roin or replaccnieiU disk/Cl)-Kom 
Any reply mcUiding a scciucncc hstinu in clcc ironi c (orin should NOT be scnl lo ihc 2023 I zip code ad chess lor \\k 
United Slates Pi)tcnt and Trademark Ofnce. and ntstcad should be scnl via the following to the indicalcd iiddi esses 

1 ErS-l3io (<hf t[):/Avw\v.tis[)to.HOv/ebc/ers/(loNvnlon(ls/(locimicnts.htin> , EFS SiihmissKni 

User Mamial - cl'AVE) 

2 U.S. Postal SciTice: Commissionci for Palcnis. P 0. Box 1450, Alexandria. VA 22313 1450 

3. Hand Carry \lirectly to (EFFECTIVE 12/OI/OJ): 

U S Paicnl and Trademark OrRcc, Box Sequence. Cuslomcr Window, Lobby. Room IB*()3, Cr>'slal I \\(». 

201 1 Soulh Clark Place, Arlington. VA 22202 

4. Federiil I^xpi css, United Paieel Sei \ ice, or-otlici (kli\ ei \' sei"\ite to: U S l\iienl and Trademark Odiee. 
Box Sequence. Roam KD<)3-Mailroom. Crystal IMa/j Two. 201 1 South Clark Place. Arlnigloii, VA 222l>2 

Revised 10/08/03 



Raw Sequence Listing Error Summai:^ 



(ER; 



ERROR DET ECTED SUGGESTED CORRECTION SERIAL NUMBER; 

ATTN: NEW RULES CASES: PLEASE DISRfigARD ENGLISH "ALPHA** IIEADEI^^ WHICH WERE INSERTED BY PTO SOFTWARE 

I Wrapped Nucleics The number/text at the end of each line 'Vrapped" down to the next line. This may occur if your file 

Wrapped Aminos was retfieved in a word pr6ccssor after creating it. Please adjust your right margin to .3;. this will 

prevent "wrapping." 



2_ 
3 



8 



Invalid Line Length The rules require that a line not exceed 72 characters in length. This includes white spaces. 

Misaligned Amino The numbering under each 5^** amino acid is misaligned. Do not use tab codes between numbers; 
Numbering use space characters, instead. 

Non-ASCH 



Variable Length 



Patentin 2.0 
' "bug- 



The submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules. Please 
ensure your subsequent submission is saved in ASCII text. 

Sequence(s) contain n's or Xaa's representing more than one ?^sidue. Per Sequence Rules, 

each n or Xaa can only represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be missing. 

A "bug" in Patentin version 2.0 has caused. the <220>-<223> section to be missing from amino acid 

sequences(s) . Normally, Patentin would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artiflcial or Unknown sequences. 

Skipped Sequences Sequence(s) missing. If intentional, please insert the following lines for each skipped sequence: 

(OLD RULES) (2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 

(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 
(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to include the skipped sequences. 

missing. If intentional, please insert the following lines for each skipped sequence. 



Skipped Sequences Sequence(s) 

"(NEW RULES) <2 1 0> sequence id number 

<400> sequence id number 

000 




10 



11 



12 



13 



Use of n's or Xaa*s 
W RULES) 



Invalid <213> 
Response 

Use of<220> 



Patentin 2.0 
' ^^bug" 



Use of n's and/or Xaa's have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's arc present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

Per 1 .823 of Sequence Rules, the only valid <2 1 3> . responses are : Unknown, Artificial Sequence, or 
scientific name (Genus/species)^ <220>-<223> section is required when <213> response is Unknown or 
is Artificial Sequence 



Sequence(s) 



missing the <220> '/Feature" and associated numeric identifiers and responses. 



Use of <220> to <223> is MANDATORY if <213> "Organism" response-is "Artificial Sequence" or 

"Unknown " Please explain source of genetic material in <J20> to <223> section. 

(See "Federal Register," OGrOl/1998, Vol. 63, No. 104, pp. 2963402) (Sec. L823 of Sequence Rules) 

Please do not use "Copy to Disk" function of Patentin version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager" or any other manual means to copy file to floppy disk. 



Misuse of n/Xaa "n" can only represent a single nucleotide : "Xaa" can only represent a single amino acid 



AMC - Biotechnology Systems Branch - 09/09/2003 



RAW SEQUENCE LISTING DATE: 03/22/2004 

PATENT APPLICATION: US/10/656 ,531 TIME: 07:03:47 



Input Set : N:\efs\10656531\CTCHP01016-usbios-S000001.txt 
Output Set: N:\CRF4\03222004\J656531.raw 



3 <110> APPLICANT: Baltimore et al . 

5 <120> TITLE OF INVENTION: CHIMERIC NUCLEASES TO STIMULATE GENE TARGETING 
7 <130> FILE REFERENCE: CTCH-POl-016 
9.<140> CURRENT APPLICATION NUMBER: 10/656,531 
10 <141> CURRENT FILING DATE: 2003-09-05 

12 <150> PRIOR APPLICATION NUMBER: 60/408,454 

13 <151> PRIOR FILING DATE: 2002-09-05 

15 <150> PRIOR APPLICATION NUMBER: 60/419,341 

16 <151> PRIOR FILING DATE: 2002-10-17 

18 <150> PRIOR APPLICATION NUMBER: 60/484,788 

19 <151> PRIOR FILING DATE: 2003-07-03 
21 <160> NUMBER OF SEQ ID NOS : 52 
23 <170> SOFTWARE: Patentin version 3.2 

25 <210> SEQ ID NO: 1 

26 <211> LENGTH: 18 

27 <212> TYPE: DNA 

28 <213> ORGAN I SM:{ primer, 

30 <400> SEQUENCE: I 

31 tagggataac agggtaat 




Does Not Comply 
Corrected Diskette Needed 

dps- i -53 



0*^ 



37 
39 

40 
43 
44 
45 
46 



SEQ ID NO: 
LENGTH: 9 
TYPE: DNA 
ORGANISM: 
SEQUENCE: 





34 <210> 

35 <211> 

36 <212> 
<213> 
<400> 
ggggaagaa 
<210> SEQ ID NO: 
<211> LENGTH: 9 
<212> TYPE: DNA 
<213> ORGANISM: (primer 

48 <400> SEQUENCE: 3* 
4 9 gcgtggtcg 

52 <210> SEQ ID NO: 4 

53 <211> LENGTH: 9 

54 <212> TYPE: DNA 

55 <213> ORGANISM:r primer 

57 <400> SEQUENCE: 

58 gatgttgct 

61 <210> SEQ ID NO: 5 

62 <211> LENGTH: 15 

63 <212> TYPE: DNA 

64 <213> ORGANISM 

67 <220> FEATURE: 

68 <221> NAME/KEY: misc feature 



18 





9 
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RAW SEQUENCE LISTING DATE: 03/22/2004 

PATENT APPLICATION: US/10/656 , 531 TIME: 07:03:47 

Input Set : N:\efs\10656531\CTCHP01016-usbios-S000001.txt 
Output Set: N:\CRF4\03222004\J656531.raw 

69 <222> LOCATION: (5).. (10) 

70 <223> OTHER INFORMATION: n is a, c, or t 

72 <400> SEQUENCE: 5 

W--> 73 gatgnnnnnn ttgct 15 

76 <210> SEQ ID NO: 6 

77 <211> LENGTH: 9 

78 <212> TYPE: DNA 
7 9 <213> ORGANISM 

82 <220> FEATURE: 

83 <221> NAME/KEY: 

84 <222> LOCATION: 

85 <223> OTHER INFORMATION: n is a, .c, g, or t 

87 <220> FEATURE: 

88 <221> NAME/KEY: ' misc_f eature 

89 <222> LOCATION: (5).. (6) 

90 <223> OTHER INFORMATION: n is a, c, g, or t 

92 <220> FEATURE: 

93 <221> NAME/KEY: misc_f eature 

94 <222> LOCATION: (8).. (9) 

95 <223> OTHER INFORMATION: n is a, c, g, or t 
97 <400> SEQUENCE: 6 

W — > 98 gnngnngnn 

101 <2I0> SEQ ID NO: 7 

102 <211> LENGTH: 24 

103 <212> TYPE: DNA 



104 <213> ORGANISM :(^primer 

107 <220> FEATURE: 

108 <221> NAME/KEY: misc_feature 

109 <222> LOCATION: (1)..{2) 

110 <223> OTHER INFORMATION: n is a, c, g, or t 

112 <2 20> FEATURE: 

113 <221> NAME/KEY: niisc_f eature 

114 <222> LOCATION: (4).. (5) 

115 <223> OTHER INFORMATION: n is a, c, g, or t 

117 <220> FEATURE: 

118 <221> NAME/KEY: misc_feature 

119 <222> LOCATION: (7).. (8) 

120 <223> OTHER INFORMATION: n is a, c, g, or t 

122 <220> FEATURE: 

123 <221> NAME/KEY: misc_f eature 

124 <222> LOCATION: (10).. (15) 

125 <223> OTHER INFORMATION: n is a, c, g, or t 

127 <220> FEATURE: 

128 <221> NAME/KEY: misc_feature 

129 <222> LOCATION: (17).. (18) 

130 <223> OTHER INFORMATION: n is a, c, g, or t 

132 <220> FEATURE: 

133 <221> NAME/KEY: misc_f eature 

134 <222> LOCATION: (20).. (21) 



O /OO /A /I 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/656,531 



DATE: 03/22/2004 
TIME: 07:03:47 



Input Set : N:\efs\10656531\CTCHP01016-usbios-S000001.txt 
Output Set: N:\CRF4\03222004\J656531.raw 



135 <223> OTHER INFORMATION: n 

137 <220> FEATURE: 

138 <221> NAME/KEY: misc_f eature 

139 <222> LOCATION: (23).. (24) 

140 <223> OTHER INFORMATION: n is 
142 <400> SEQUENCE: 7 

W — > 143 nncnncnncn nnnnngnngn ngnn 

146 <210> SEQ ID NO: 8 

147 <211> LENGTH: 9 

148 <212> TYPE: DNA 
14 9 <213> ORGANISM: (primer 

151 <400> SEQUENCE: 

152 ggggaagaa 

155 <210> SEQ ID NO 

156 <211> LENGTH: 8 

157 <212> TYPE: DNA 

158 <213> ORGANISM:/^ primer 

160 <400> SEQUENCE: 

161 gcgtggcg 

164 <210> SEQ ID NO 

165 <211> LENGTH: 2 

166 <212> TYPE: DNA 

167 <213> ORGANISM: f prime 

169 <400> SEQUENCE: 

170 accatcttct tcaa 

173 <210> SEQ ID NO 

174 <211> LENGTH: 9 

175 <212> TYPE: DNA 

176 <213> ORGANISM: 

178 <400> SEQUENCE: 

179 gaagatggt 

182 <210> SEQ ID NO: 12 

183 <211> LENGTH: 9 

184 <212> TYPE: DNA 

185 <213> ORGANISM: V ^rim er 

187 <400> SEQUENCE: 12 

188 gacgacggc 

191 <210> SEQ ID NO: 13 

192 <211> LENGTH: 24 

193 <212> TYPE: DNA 

194 <213> ORGANISM: V prime_r 

196 <400> SEQUENCE: 13 

197 «ggcgcccacc atcgcgtcgc agcc 

200 <210> SEQ ID NO: 14 

201 <211> LENGTH: 9 

202 <212> TYPE: DNA 

203 <213> ORGANISM :(^rimer 

205 <400> SEQUENCE: 14 

206 gtgggcgcc 



IS a, c, g 



or t 



q, or t 




24 



8 



24 



"1 

primer 



24 



T n y r- i 1 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/656,531 



DATE: 03/22/2004 
TIME: 07:03:47 



209 

210 

211 

212 

214 

215 

218 

219 

220 

221 

223 

224 

226 

228 

231 

232 

233 

234 

236 

237 

240 

241 

242 

243 

245 

247 

248 

251 

252 

253 

254 

256 

258 

259 

262 

263 

264 

265 

267 

269 

270 

273 

274 

275 

276 

278 

280 

281 

284 





:( primer j 




Input Set : N:\efs\10656531\CTCHP01016-usbios-S000001.txt 
Output Set: N:\CRF4\03222004\J656531.raw 

I 

<210> SEQ ID NO: 15 ( 
<211> LENGTH: 9 
<212> TYPE: DNA 
<213> ORGANISM:. 
<4 00> SEQUENCE:' 
gtcgcagcc 

<210> SEQ ID NO: 16 
<211> LENGTH: 168 
<212> TYPE: DNA^ 

<213> organism/ 

<4 00> sequenceV 

actagcaacc tcaaacagac accatggtgc atctgactcc tgaggagaag tctgccgtta 
ctgccctgtg gggcaaggtg aacgtgatcg ttggagtttg tctgtggtac cacgtagact 
gaggactcct cttcagacgg caatgacggg acaccccgtt ccacttgc 
<210> SEQ ID NO: 17 
<211> LENGTH: 9 
<212> TYPE: DNA 
<213> ORGANISM:/ primer 

<400> SEQUENCE :^^-4J ^ 

gaggttgct 

<210> SEQ ID NO: 18 
<211> LENGTH: 7 
<212> TYPE: PRT 
<213> ORGANISM: 
<400> SEQUENCE: 18 
Gin Ser Ser Asp Leu Thr Arg 
1 5 
<210> SEQ ID NO: 19 
<211> LENGTH: 7 
<212> TYPE: PRT 
<213> ORGANISM: (peptide 
<400> SEQUENCE:Sra 
Thr Ser Gly Glu Leu Val Arg 
1 5 
<210> SEQ ID NO: 20 
<211> LENGTH: 7 
<212> TYPE: PRT 
<213> ORGANISM: 
<400> SEQUENCE: 
Thr Ser Gly Ala Leu Thr Arg 
1 5 
<210> SEQ ID NO: 21 
<211> LENGTH: 7 
<212> TYPE: PRT 
<213> ORGANISM: 
<400> SEQUENCE: 
Thr Ser Gly Ser Leu Thr Arg 
1 5 
' <210> SEQ ID NO: 22 



60 

120 
168 










1 no /f\A 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/656,531 



DATE: 03/22/2004 
TIME: 07:03:47 



Input Set : N: \ef s\10656531\CTCHP01016-usbios-S000001 . txt 
Output Set: N:\CRF4\03222004\J656531.raw 



285 

286 

287 

289 

291 

292 

295 

296 

297 

298 

300 

302 

303 

306 

307 

308 

309 

311 

312 

315 

316 

317 

318 

320 

321 

324 

325 

326 

327 

329 

331 

332 

335 

336 

337 

338 

340 

342 

343 

346 

347 

348 

349 

351 

353 

354 

357 

358 

359 



<211> 
<212> 

<213> 
<400> 



LENGTH: 7 

TYPE: PRT 

ORGANISM 
SEQUENCE: 




Arg Ser Asp Asn Leu Thr Arg 
1 5 
<210> SEQ ID NO: 23 
<211> LENGTH: 7 
<2I2> TYPE: PRT 
<213> ORGANISM 
<400> SEQUENCE><23 
Arg Ser Asp Asn Leu Vai Arg 
1 5 
<210> 
<211> 
<212> 
<213> 





24 





26 




SEQ ID NO: 
LENGTH: 4 8 
TYPE: DNA 
ORGANISM 

<400> SEQUENCE^ 

agcaacctct ctagagcgTg ggcgt^gttg gagagatctc gcacccgc 
<210> SEQ ID NO: 25 
<211> LENGTH: 9 
<212> TYPE: DNA 
<213> ORGANISM L^pirimer 
<400> SEQUENCe1^25 
ggcaaggtg 
<210> SEQ ID NO: 
<211> LENGTH: 7 
<212> TYPE: PRT 
<213> ORGANISM: /pept 
<400> SEQUENCE 
Arg Ser Asp Ala Leu Thr Arg 
I 5 
<210> SEQ ID NO: 27 
<211> LENGTH: 7 
<212> TYPE: PRT 
<213> ORGANISM: 
<400> SEQUENCE: 
Arg Ser Asn Ser 
1 

<210> SEQ ID NO: 
<211> LENGTH: 7 
<212> TYPE: PRT 
<213> ORGANISM( 
<400> SEQUENCE^"^^ 
Arg Ser Asp Thr Leu Ser Asn 
1 5 
<210> SEQ ID NO: 29 
<211> -LENGTH: 7 
<212> TYPE: PRT 



48 



9 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 03/22/2004 

PATENT APPLICATION: US/10/656,531 TIME: 07:03:48 

Input Set : N:\efs\10656531\CTCHP01016-usbios-S000001.txt 
Output Set: N:\CRF4\03222004\J656531.raw 



Please Note: 



Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:5; N Pos : 5, 6, 7 , 8, 9, IQi/^ 
Seq#:6; N Pos. 2, 3, 5, 6, 8, 9^-^ 

Seq#:7; N Pos. 1, 2, 4, 5, 7, 8-, 10, 11, 12, 13, 14 , 15, 17, 18, 20, 21, 23, 241 



'J /oo ir\A 
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VERIFICATION SUMMARY DATE: 03/22/2004 

PATENT APPLICATION: US/10/656,531 TIME: 07:03:48 

Input Set : N:\efs\10656531\CTCHP01016-usbios-S000001.txt 
Output Set: N:\CRF4\03222004\J656531.raw 

L:73 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:5 after pos.rO 
L:98 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:6 after pos.:0 
L:143 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:7 after pos . : 0 



/T^ /r\A 



